Supplementary Figure S2. PAN3 sequence alignments.

PAN2 sequences were aligned using ClustalW in DNAStar with default settings.
Residues that are identical to the majority sequence are white on a black
background. Accession numbers or locus designations from genome databases are
indicated.

Hs: Homo sapiens, Q58A45-3, Tb: T. brucei, Tb11.01.5540; Sc, S. cerevisiae,
YKLO025C; Aure: Aureococcus anophagefferens, jgi|Aurani|72726, Micp:
Micromonas pusilla, jgilMicouC2|65178|est_orfs.2_4161_4270596:2

, Naeg: Naegleria fowleri, Q54XB4_DCDI, Thp: Thalassiosira pseudonana
Thaps3|29496|estExt _Genewise1.C_chr_100179
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Decoration 'Decoration #1': Shade (with solid black) residues that match the Consensus
exactly.
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